. Baseline characteristics in patients positive and negative for copeptin with the cutoff 10pmo/l.
Overall cohort n=154
Copeptin negative n=72 
Supplementary statistical analysis -the taxonomic analysis.
In order to analyse prognostic accuracy of copeptin in a multivariate manner and describe classificatory similarity of patients based on selected parameters, the taxonomic analysis (focus analysis) was used. The method was extensively described previously [1] . In brief, the focus defines a group of patients with similar parameters, identified with a similarity function.
The taxonomic distance within the function was described with the use of MarczewskiSteinhaus method [2] . Calculated taxonomic distance define so called dendrograms -tree diagrams showing distance and relationship between parameters characteristic for studied patients based on assumed criteria. The taxonomic distance is reflected in the height of lines (y axis). Relations and distances allow to identify "localization" of patients in the space of analysed parameters, from minimal to maximal variation between those parameters (x axis; each point at the end of bottom lines represents one patient). The value of taxonomic distance defines the focus, which is reflected in the similarity in analysed parameters. The focus allows to assess differences in the values of parameters characteristic for patients, which are maximally homogenic at given level of distance within the focus and maximally heterogenic inbetween. Taxonomic analysis included parameters which reached the p value of 0.01 or less in the Cox regression model from the main analysis.
Results of taxonomic analysis
The taxonomic analysis for a data set combined of copeptin, age and GFR was performed. A dendrogram shows the differentiation of patients in two types regarding pre-specified data ( Figure S2 ). Patients characterized with higher median copeptin levels, older age and lower GFR (Type 1, n=55) than other patients (Type 2, n=99) died significantly more frequently than type 2 patients. There was no difference in the occurrence of MACCE at six months or one year between both types of patients. The combination of higher copeptin/older age/lower GFR identified a group with higher admission and follow-up NT-proBNP levels, lower baseline ejection fraction and higher risk according to the GRACE risk score (Table S2) .
A set of baseline and simple characteristics -copeptin, age and GFR -carry high potential to stratify patients as high-and low-risk. Accordingly, young patients (median 60 years old) with low copeptin levels (median 9.7 pmol/l) and good renal function (median GRF 106 ml/kg/1.73m
2 ) had a very low rates of mortality (1% and 3% at six months and one year, respectively). On the other hand, approximately one in every six older patients with impaired renal function and high copeptin levels died with the within one year. 
